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Issues with Multiple Trait selection

200 kg/ha

6.000 kg/ha

80 kg/ha 2.000 kg/ha

150 kg/ha

6.000 kg/ha

80 kg/ha

4.000 kg/ha

Ideal N Stress

N Efficient N Tolerant

Non-N tolerantN Responsive

NUE vs. N tolerance



Issues with Multiple Trait selection
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Why Genomic Selection?

Å TheBreederôsequation

Å PredictiveAbility vs. Accuracy

Å Responseto selection
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